Method C: Glass bead beating followed by phenol-chloroform extraction (Adapted from Amberg et al., 2005) Yeast cells from 1 mL overnight YPD culture were suspended in 200 μL lysis buffer (10 mM Tris pH 8.0, 1 mM EDTA, 100 mM NaCl, 1% SDS, 2% Triton X-100). 300 μL glass beads and 200 μL 1:1 phenol:chloroform was added to cell suspension. Cells were disrupted with by vortexing for 3 min, 200 μL TE (10 mM Tris pH 8.0, 1 mM EDTA) was added and the aqueous phase was segregated by 5 min centrifugation (~15,000× g). Aqueous phase was transferred to a new tube and 900 μL ethanol was added. DNA was pelleteted with centrifugation (~15,000× g) and the pellet was washed once with 70% ethanol.
After 1 centrifugation (~15,000× g) the DNA was dissolved in 100 μL TE and 1 μL solution was used for PCR.
Method D: Large-scale gDNA preparation by zymolyase-SDS treatment (Adapted from Sedman et al., 2005) Two hundred milliliters of liquid yeast culture was pelleted by 10 min centrifugation (~2500× g). The pellet was washed with 50 mL 10 mM Tris pH 7.5 and pelleted again by 10 min centrifugation (~2500× g). The pellet was then suspended in 1M sorbitol, 10 mM KHPO 3 pH 7.5, 1 mM DTT solution and 8 mg zymolyase was added per 1 g wet yeast pellet. The mixture was incubated for 15 min at 30°C. Spheroplasts were pelleted by 10 min centrifugation (~2500× g) and lysed in 20 mL 0.5 M EDTA; 10 mM Tris pH 9.5; 4% SDS solution. After lysis, NaCl (150 mM final concentration) and RNase A (10 μg/mL final concentration) was added. The mixture was incubated for 1 h at 37°C. Then, 20 μL proteinase K was added and the mixture was again incubated for 2 h at 37°C. After this, 4 mL 1:1 phenol:chloroform was added, the mixture is gently swirled, centrifuged for 5 min (~2500× g) and the aqueous phase is transferred to a new tube. Then 4 mL of chloroform was added, the mixture was again gently swirled, centrifuged for 5 min (~2500× g) and the aqueous phase was transferred to a new tube. Finally, 2 volumes of 96% ethanol were added to the solution and DNA was pelleted by 5 min centrifugation (~5000× g). The pellet was dried and dissolved overnight in 1 mL of TE. Concentration of genomic DNA was determined by spectrophotometry.
PCR primers
The following primer pairs were used for PCR (Supplementary Table S1 
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